Supplementary Table 2: Periodic genes with characterized functions

Biological function Cluster 1 Cluster 2 Cluster 3 Cluster 4 Unclassified
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140 periodically expressed genes with characterized functions in S. pombe are grouped by biological
function and cluster. Genes in bold belong to the ‘high amplitude’ group, and genes that were known to be
periodically expressed are underlined (Supplementary Table 1 online). The clusters closest to
unclassified genes are shown in parentheses. Note that the assignment to biological functions is somewhat
arbitrary as genes can have several functions.
For references see S. pombe GeneDB (http://www.genedb.org/genedb/pombe/index.jsp).
The approximate proportions of genes with characterized functions are 50% (cluster 1), 40% (clusters 2
and 3), and 20% (cluster 4).




